221), there is an error in Fig. 2 . Because of putative RNA donor and acceptor splice sites, the bases CAG at positions 193-195 of the cDNA sequence Ph79 should be placed upstream of the intron, at positions 47-49. The proper position of the intron is therefore position 50-195, Thus, the g/t point mutation at position 49 (see sequence of UAS2 and GL-PA) results in a difference in the codon that straddles the Vß6 .7 intron, In Vß6.7a, this codon is GAT (Asp), and in Vß6.7b, this codon is TAT (Tyr), resulting in an amino acid difference in the leader peptide.
